Key indicators: single-crystal X-ray study; T = 113 K; mean (C-C) = 0.002 Å; R factor = 0.039; wR factor = 0.112; data-to-parameter ratio = 11.8.
In the title molecule, C 11 H 12 N 2 O 4 , the dihedral angle between the benzene ring and imidazolidine ring is 7.1 (5) . In the crystal structure, the hydroxy groups are involved in the formation of intermolecular O-HÁ Á ÁO hydrogen bonds, which link the molecules related by translation into C(2) chains along the b axis.
Related literature
For related structures, see: Gerdil (1960) ; Sun et al. (2010) . For details of the synthesis, see Niwata et al. (1997) . Table 1 Hydrogen-bond geometry (Å , ). Data collection: CrystalClear (Rigaku, 2005); cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. 
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Comment
During the research of novel antidiabetic agents, we found that imidazolidine-2,4-dione derivatives had potent antidiabetic activities. The crystal structure of the title compound was determined to investigate the relationship between structure and antidiabetic activity.
In the title compound, all bond lengths and angles are normal and in a good agreement with those reported previously (Gerdil, 1960; Sun et al., 2010) . The dihedral angle between the benzene ring (C2-C7) and imidazolidine ring (C9-C10/ N1/N2) is 7.1 (5)°. In the crystal structure, the hydroxy groups are involved in formaton of intermolecular O-H···O hydrogen bonds (Table 1) , which link the molecules related by translation along axis b into linear chains.
Experimental
A mixture of 1-(4-methoxyphenyl)imidazolidine-2,4-dione (0.27 g, 1.32 mmol), 37% formaldehyde (2.1 ml, 27.9 mmol), and methanol (8 ml) was stirred at 70 ° C for 2 h. After the reaction, water (8 ml) was added and the precipitate was filtered and washed with water to give 3-(hydroxymethyl)-1-(4-methoxyphenyl)imidazolidine-2,4-dione (0.27 g, 90% yield) (Niwata et al., 1997) . Crystals suitable for X-ray diffraction were obtained through slow evaporation of a solution of the pure title compound in dichloromethane/methanol (1/1 by volume).
Refinement
All H atoms were found on difference maps, with C-H = 0.95-0.99 Å and included in the final cycles of refinement using a riding model, with U iso (H) = 1.2U eq (C) for aryl and methylene H atoms and 1.5U eq (C,O) for the methyl and hydroxy H atoms. Fig. 1 . View of the title compound, with displacement ellipsoids drawn at the 40% probability level.
Figures
3-Hydroxymethyl-1-(4-methoxyphenyl)imidazolidine-2,4-dione Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. supplementary materials sup-6 Fig. 1 
